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3 <110> APPLICANT: SHIRAI , Tomoyuki 

4 ASAMOTO, Makoto 

5 HOKAIWADO, Naomi 

7 <120> TITLE OF INVENTION: Carcinogen-hypersensitive rat 
9 <130> FILE REFERENCE: 671302-3004 

11 <140> CURRENT APPLICATION NUMBER : 10/784, 633A 

12 <141> CURRENT FILING DATE: 2004-02-23 

14 <150> PRIOR APPLICATION NUMBER: JP P2001-253241 1 

15 <151> PRIOR FILING DATE: 2001-08-23 

17 <150> PRIOR APPLICATION NUMBER: JP 2001-253241 

18 <151> PRIOR FILING DATE: 2001-08-2.3 
20 <160> NUMBER OF SEQ ID NOS : 6 

22 <170> SOFTWARE: Patentln Ver. 2.1 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 1485 

26 <212> TYPE: DNA 

2 7 <213> ORGANISM: Rattus norvegicus 

29 <220> FEATURE: 

30 <221> NAME /KEY: CDS 

31 <222> LOCATION: (32).. (883) 

33 <400> SEQUENCE: 1 

34 cgcagtgcca gggaggtgtg aatgaggcag g atg aac tgg aca ggt eta tac 52 
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Rattus norvegicus 
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<210> SEQ ID NO 
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<213> ORGANISM: 
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insertion sequence obtained 
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185 <400> SEQUENCE: 3 

186 catcatcacc atcaccattg a .21 

189 <210> SEQ ID NO: 4 

190 <211> LENGTH: 20 

191 <212> TYPE: DNA 
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192 <213> ORGANISM : Artificial Sequence 

194 <22 0> FEATURE: 

195 <223> OTHER INFORMATION: PCR primer PI 

197 <400> SEQUENCE: 4 

198 aacgtggcgc aggtggtgta 2 0 

201 <210> SEQ ID NO: 5 

202 <211> LENGTH: 20 
2 03 <212> TYPE: DNA 

204 <213> ORGANISM: Artificial Sequence 

206 <220> FEATURE: 

207 <223> OTHER INFORMATION: PCR Primer P2 

209 <400> SEQUENCE: 5 

210 atggtgatgg tgatgatggc 2 0 

213 <210> SEQ ID NO: 6 

214 <211> LENGTH: 21 

215 <212> TYPE: DNA 

216 <213> ORGANISM: Artificial Sequence 

218 <220> FEATURE: 

219 <223> OTHER INFORMATION: PCR Primer P3 

221 <400> SEQUENCE: 6 

222 gggaaggttt gatggagtaa t 21 
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